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Continuum modeling of
biomolecular systems (I, II, III)
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element method (continued)
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Abstract:

The content of this part is: molecular
surface definition and meshing;
introduction of an efficient “node—patch”
boundary element method; implementation
of both the non—adaptive and adaptive fast
multipole method into the BEM PB solver
(AFMPB) to drastically speed up the
solution; performance of our AFMPB
solver; methods for electrostatic force and
torque calculations in BEM framework as
post—processing.
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